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We have compared the dorsoventral development of hemichordates and chordates to deduce the organization of their
common ancestor, and hence to identify the evolutionary modifications of the chordate body axis after the lineages
split. In the hemichordate embryo, genes encoding bone morphogenetic proteins (Bmp) 2/4 and 5/8, as well as several
genes for modulators of Bmp activity, are expressed in a thin stripe of ectoderm on one midline, historically called
‘‘dorsal.’’ On the opposite midline, the genes encoding Chordin and Anti-dorsalizing morphogenetic protein (Admp)
are expressed. Thus, we find a Bmp-Chordin developmental axis preceding and underlying the anatomical
dorsoventral axis of hemichordates, adding to the evidence from Drosophila and chordates that this axis may be at
least as ancient as the first bilateral animals. Numerous genes encoding transcription factors and signaling ligands are
expressed in the three germ layers of hemichordate embryos in distinct dorsoventral domains, such as pox neuro,
pituitary homeobox, distalless, and tbx2/3 on the Bmp side and netrin, mnx, mox, and single-minded on the Chordin-
Admp side. When we expose the embryo to excess Bmp protein, or when we deplete endogenous Bmp by small
interfering RNA injections, these expression domains expand or contract, reflecting their activation or repression by
Bmp, and the embryos develop as dorsalized or ventralized limit forms. Dorsoventral patterning is independent of
anterior/posterior patterning, as in Drosophila but not chordates. Unlike both chordates and Drosophila, neural gene
expression in hemichordates is not repressed by high Bmp levels, consistent with their development of a diffuse rather
than centralized nervous system. We suggest that the common ancestor of hemichordates and chordates did not use
its Bmp-Chordin axis to segregate epidermal and neural ectoderm but to pattern many other dorsoventral aspects of
the germ layers, including neural cell fates within a diffuse nervous system. Accordingly, centralization was added in
the chordate line by neural-epidermal segregation, mediated by the pre-existing Bmp-Chordin axis. Finally, since
hemichordates develop the mouth on the non-Bmp side, like arthropods but opposite to chordates, the mouth and
Bmp-Chordin axis may have rearranged in the chordate line, one relative to the other.
Citation: Lowe CJ, Terasaki M, Wu M, Freeman RM Jr., Runft L, et al. (2006) Dorsoventral patterning in hemichordates: Insights into early chordate evolution. PLoS Biol 4(9):
e291. DOI: 10.1371/journal.pbio.0040291
Introduction
Arthropods (especially Drosophila) and chordates (especially
mouse,ﬁsh,frogs,andbirds)andpresumablyallbilateriansare
fundamentally similar in the development of their body plans
[1,2]. Suites of genes are arranged in conserved domain maps
in both the anteroposterior and dorsoventral dimensions of
developing embryos. Paradoxically, this conservation of axial
patterning provides the developmental platform for astonish-
ing anatomical and physiological diversiﬁcation both within
and between phyla. Clearly a major step in the evolution of
bilateral animals was the origination of these domain maps
and the usage of transcription factors and signaling proteins
by which diverse target genes could be expressed at speciﬁc
times and places in development at subsequent stages.
The evolution of the dorsoventral axis (transverse to the
anteroposterior axis) is not well understood. It may have
originated during the transition from radial to bilateral
animals [3], although recent evidence raises the possibility it
was already cryptically present in radial animals [4,5].
Bilateral animals, at least back to the Cambrian, have
numerous anatomical and physiological specializations lo-
cated along this axis, in all three germ layers. The mesodermal
tissues such as the heart, blood forming elements (and the
direction of blood ﬂow), gonads, visceral muscle, and striated
muscle are arranged in dorsoventral patterns. The gill slits (in
chordates and hemichordates) and other endodermal organs
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PLoS BIOLOGYhave similarly conserved patterns in the dorsoventral domain.
Ectodermal examples include the central nervous system and
epidermal territory. The dorsal and ventral poles of the axis
are usually assigned based on the orientation of the animal
related to gravity (dorsal up; ventral down) or on the location
of the mouth (deﬁning the ventral side). Some of these
specializations were presumably added before others in the
evolution of bilateral animals. The more widespread the
specialization among bilateral animals, the older it is assumed
to be. For example, since arthropods and chordates have
central nervous systems, and since new molecular data reveal
commonalities of their development and organization, the
central nervous system has been considered a dorsoventral
differentiation already present in the bilateral ancestor [1].
We will address this point in our study of hemichordates.
Preceding the dorsoventral axis of anatomical and physio-
logical specializations in the course of development is a
molecular axis. In arthropods and chordates genes for bone
morphogenetic protein (Bmp 2,4,7, or Dpp) are expressed in
the embryo at one pole and the genes for Bmp antagonists,
such as Chordin and Noggin, at the other. All subsequent
tissues, organs, and cell types develop in accordance with this
Bmp-Chordin axis [1,6]. It may be part of the fundamental
body plan of all bilateral animals and may be a key innovation
of the bilaterian ancestor (urbilaterian), to which all later
dorsoventral differences of anatomy and physiology were
attached [1].
Once established in the embryo, two phases of dorsoventral
patterning can be distinguished in chordates and Drosophila
[7]. During the ﬁrst stage, at pre-gastrula and gastrula stages,
ectoderm segregates into two distinct domains, neural and
non-neural (i.e., epidermis). Embryonic ectodermal cells that
are exposed to high Bmp levels develop as epidermis, whereas
cells exposed to low Bmp levels, due to the action of
antagonists, develop as neural ectoderm. In both cases, the
nervous system develops on the Chordin (low-Bmp) side
(called dorsal in the former and ventral in the latter). In
vertebrates, a neural default circuitry underlies the decisions,
in which Bmp signals repress neural development and
promote epidermal development of the ectoderm, whereas
elimination of Bmp by antagonists de-represses neural
development and represses epidermal [8]. Bmp absence,
though necessary, may not sufﬁce for neural development
in chordates; ﬁbroblast growth factor may have a licensing
role [9]. Likewise, different antagonists of Bmp may operate
in different organisms, such as noggin and follistatin in
addition to Chordin; the extracellular modulators of Bmp
distribution may also vary. This segregation of ectodermal
territories along the Bmp-Chordin axis in the ﬁrst phase
accomplishes the centralization of the nervous system in
chordates and Drosophila.
In the second phase, at post-gastrula stages, Bmp serves to
pattern the germ layers in Drosophila and chordates [10]. In the
vertebrate neural tube there is a new round of bmp expression
in the roof plate. Hedgehog (Hh) protein and Bmp antagonists
emanate from the ﬂoorplate and notochord. More than 20
gene expression domains distribute along the dorsoventral
axis of the tube in relation to these signals and specify neural
cell types [11]. Sensory cells and sensory interneurons (in the
dorsal part of the neural tube) arise where there is high Bmp,
whereas motor neurons arise in regions of low Bmp and high
Hh protein [12,13]. Similar patterning occurs in the Drosophila
neurogenic ectoderm, where Bmp is opposed by antagonists
and by epidermal growth factor [14,15]. In the mesoderm of
chordates and Drosophila, high Bmp speciﬁes the heart, and
visceral muscle, whereas low Bmp (high antagonists) speciﬁes
striated body wall muscle [16]. In vertebrates, Bmp levels also
specify gut regions and organs of the endoderm [17,18]. The
similar anatomical and physiological specializations along the
Bmp-Chordin axis in both Drosophila and chordates may imply
that some of them date back to the bilateral ancestor and were
conserved in later divergent lineages of bilaterians. However,
it is also possible that some of them evolved independently in
different bilaterian lineages within the context of the pre-
existing Bmp-Chordin axis. A central question would be
whether the segregation of epidermis and neurogenic ecto-
derm,asameansofcentralizingthenervoussystem,datesback
to the bilaterian ancestor or arose independently in several
lines of descendents including chordates and arthropods [19].
We report here the study of the origins of the dorsoventral
developmental axis in Saccoglossus kowalevskii, a member of the
hemichordata, a phylum of bilateral adult animals, the sister
taxon to echinoderms, and closely related to chordates. These
three phyla along with the recently reclassiﬁed Xenoturbella
constitute the deuterostome supertaxon [20]. We expected
hemichordate embryos to utilize a Bmp-Chordin axis to
pattern their dorsoventral anatomical axis, in light of the
conserved use of Bmp-Chordin in dorsoventral patterning of
arthropods and chordates. However, hemichordates differ
from those phyla in lacking a central nervous system: theirs is
diffuse throughout the ectoderm. Nerve cells and epidermal
cells are ﬁnely intermixed [21]. The epidermis is not broadly
segregated from neural ectoderm, and thus seems to lack
phase 1 of neural development that is characteristic of
arthropods and chordates.
Yet, despite its diffuse nervous system, hemichordates have
a well-developed dorsoventral polarity in all three germ
layers, as if phase 2 patterning occurs. On one side (some-
times called dorsal) are localized the gill slits, stomochord,
heart/kidney complex, and gonads, as shown in Figure 1. On
the other (called ventral) are localized the mouth and post-
Figure 1. The Anatomy of S. kowalevskii to Illustrate Differentiations
along the Dorsoventral Axis
The ventral side, assigned because of the mouth location, is down in this
schematic figure. Anterior is to the left. Note the three parts of the body:
the prosome (proboscis) at the anterior end, the narrow mesosome
(collar) in the middle, and the elongated metasome to the posterior (only
half the length is shown). Ectodermal derivatives are colored blue,
mesodermal red, and endodermal yellow. Prominent structures of the
dorsoventral axis include the dorsal and ventral axon tracts, the dorsal
and ventral blood vessels, the dorsal stomochord with the heart/kidney
complex, the dorsal gill slits, the ventral mouth, and the ventral tail (only
in the juvenile, not shown).
Redrawn with modification from Benito and Pardos [105].
DOI: 10.1371/journal.pbio.0040291.g001
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Dorsoventral Patterning in Hemichordatesanal tail [22]. Even for the diffuse nervous system, there are
dorsoventral differences in neuronal cell types. The two axon
tracts on the opposite midlines differ functionally (the
ventral one more associated with motor function). The dorsal
tract is internalized in the collar region by a neurulation-like
developmental process [23]. Giant neurons develop near the
dorsal midline, and a specialized patch of sensory neurons
develops near the mouth on the ventral side at the base of the
proboscis [21]. Despite these differences, the categorical
assignment of dorsal and ventral poles to the hemichordate
axis is ambiguous, because the animal lives mostly in a vertical
orientation and its mouth is very wide [24]. The mouth side is
nonetheless often called ventral, by convention.
Overall, this organization led Nu ¨bler-Jung and Arendt [25]
to propose that hemichordates have a dorsoventral anatom-
ical axis the inverse of chordates and the same as protostomes
such as Drosophila. Said in other words, they predicted that the
hemichordate mouth falls on the Chordin side of the animal,
whereas in chordates it is on the Bmp side. If true, chordates
would be unique among bilateral animals in having moved
the mouth to the opposite side of the body. A venerable
explanation for the chordate anomaly is the inversion
hypothesis: an ancestor of the chordate lineage inverted the
body dorsoventrally and then moved the mouth to the other
side [26]. Although the hypothesis, as usually presented, holds
that the ancestor already had a centralized nervous system on
one side (ventral in the ancestor, dorsal in chordates after
inversion), this is not a necessary provision of the hypothesis.
Other germ layers and organs might have had dorsoventral
organization at the time of body inversion, and the nervous
system might have centralized later.
We have examined the topology of expression of a range of
orthologs of genes in S. kowalevskii embryos that are known in
vertebrates to depend on the Bmp-Chordin axis for their
domain location and to have roles in dorsoventral develop-
ment. We also investigated the functional importance of Bmp
signaling for dorsoventral patterning by RNA interference
(RNAi) knockdown and by treatment with ectopic ligand. The
comparison of hemichordates to chordates affords insights
about which elements of dorsoventral patterning are likely
ancestral to deuterostomes and which are unique to
chordates or hemichordates. S. kowalevskii indeed expresses
many orthologs in a topology that would support the
hypothesis of conserved roles in patterning along a Bmp-
Chordin axis. Other orthologs, we ﬁnd, are expressed differ-
ently, most notably those that are targets of Hh signaling in
the phase 2 patterning of the chordate nervous system. Our
functional studies conﬁrm that the Bmp-Chordin axis under-
pins the dorsoventral anatomical axis of members of this
phylum. However, the segregation of neural and epidermal
territories does not seem to be a part of this patterning, and
this initial phase is not required for other aspects of
dorsoventral patterning. Furthermore, dorsoventral pattern-
ing seems independent of anteroposterior patterning in S.
kowalevskii, an independence well known in Drosophila but not
found in chordates. We discuss the evolutionary implications
of our data for the evolution of bilaterians and suggest that
the developmental steps involved in centralization of the
nervous system (that is, the epidermal-neural segregation)
were added independently in different lineages, but always
utilizing an existing Bmp/Chordin axis already involved in
dorsoventral patterning in the ectoderm.
Results
Despite the difﬁculties of assigning deﬁnitive dorsal and
ventral poles in hemichordates, we will, for descriptive
purposes in this section, use the classical deﬁnition with
ventral represented by the position of the mouth (Figure 1).
Bmp Signaling and the bmp Synexpression Group
The site of Bmp signaling in the embryos of chordates and
arthropods deﬁnes one pole of the Bmp-Chordin devel-
opmental axis. Genes whose encoded proteins participate in
Bmp signaling, such as bmps 2, 4, and 7; tolloid; twisted
gastrulation (tsg), crossveinless (cv-2), and bambi [1,27,28], have
been grouped in the bmp4 synexpression group, because they
are expressed in the same domain [29]. We have isolated
orthologous sequences from S. kowalevskii cDNA libraries.
Bmp2/4 of S. kowalevskii is the ortholog of Drosophila dpp; a
related ancestral sequence was duplicated in the chordate
lineage and diverged to both bmp2 and bmp4. Bmp5/8 is the S.
kowalevskii ortholog of an ancestral gene that duplicated and
diverged in the chordate lineage to bmps 5,6, 7, and 8 and in
the Drosophila lineage to screw and glass bottom boat [30].
Expression results are shown in Figure 2.
In S. kowalevskii, bmp2/4 expression begins at gastrulation in
the ectoderm on one side (Figure 2A). As development
proceeds, it continues in a sector and eventually narrows by
day 3 to a thin stripe on the dorsal midline of the ectoderm,
from the apical organ to the anus (Figure 2B and 2C). As
dorsal ectoderm of the collar rolls inward on day 3
(‘‘neurulation’’), bmp expression comes to lie in the sub-
merged ectoderm of the collar axon tract (Figure 2D). In
juveniles with 2–3 gill slits (14 d post fertilization), expression
continues in a tight midline reaching to the anus, but not
extending into the post-anal tail (unpublished data). The
expression of bmp5/8 closely resembles that of bmp2/4 (Figure
2E–2G); it eventually narrows to a stripe on the dorsal midline
and is excluded from the post-anal tail (Figure 2F and 2G).
Xolloid is a metalloprotease that in chordates cleaves the
complex of Bmp with Chordin, releasing Bmp to bind to its
receptors [31,32]. In Drosophila, the orthologous protease,
Tolloid, accomplishes cleavage of the Dpp/Sog complex, to
similar ends. The proteins are essential for active Bmp/Dpp
signaling. In S. kowalevskii the expression of tolloid begins after
gastrulation in the posterior dorsal region of the ectoderm
(unpublished data). By day 2 of development, it continues on
the posterior dorsal midline in the ectoderm, but anteriorly
only to the boundary of the metasome and mesosome.
Expression is also detected at this stage in the prospective
pharyngeal endoderm, and in a small patch of posterior
dorsal endoderm (Figure 2H). Bambi, which encodes an
inhibitory pseudoreceptor of Bmp that is co-expressed with
bmp4 in Xenopus and mouse [33,34], is similarly co-expressed
in S. kowalevskii, on the dorsal midline shortly after gastrula-
tion (Figure 2I). Low levels of expression are also detected
throughout the ectoderm. In later stages, its dorsal expression
declines to undetectable levels (unpublished data). Tsg, a
modiﬁer of Bmp signaling, binds to Chordin and Tolloid to
agonize or antagonize Bmp signaling, depending on the
presence of yet other modiﬁers [35–37]. In S. kowalevskii, tsg is
expressed on the dorsal midline (Figure 2L) at late gastrula-
tion, and at low levels throughout the ectoderm. Like bambi,
its dorsal expression declines after day 2 of development to
PLoS Biology | www.plosbiology.org September 2006 | Volume 4 | Issue 9 | e291 1605
Dorsoventral Patterning in HemichordatesFigure 2. Early Midline Signaling of Bmp and Chordin
All embryos are cleared (see Materials and Methods) otherwise specified. All embryos have a similar orientation: anterior in the top left and dorsal in the
top right of each panel, unless otherwise specified.
(A) Expression of bmp2/4 at late gastrula stage and (B) at day 3 of development.
(C) Hatched juvenile oriented with dorsal toward the viewer. White arrowhead indicates the position of the collar where the bmp2/4 expression domain
follows the submerged ectodermal track of the dorsal cord.
(D) Section of a juvenile of a similar stage to (C). Dorsal is at the top of the panel. Note the submerged bmp domain, stained purple.
(E) Dorsal view of bmp5/8 expression at day 3 of development with dorsal toward the viewer, and (F) in a hatching juvenile at day 5 of development.
White arrowhead indicates the submerged domain in the collar (mesosome) similar to that of bmp2/4 in panel D.
(G) Expression of bmp5/8 in the far posterior of a late juvenile at day 13 of development. White arrow indicates the position of the anus, before which
the bmp5/8 domain stops. Posterior to the anus is the post anal tail.
(H) Expression of tolloid/xolloid at day 3 of development.
(I) Expression of bambi at the late gastrula stage. (J) Expression of crossveinless at the late gastrula stage and (K) at day 3 of development, with the dorsal
midline oriented toward the viewer.
(L) Tsg expression at day two of development.
(M–P) Chordin expression from early to late developmental stages.
(M) Expression at mid gastrula.
(N) Sagittal section an embryo at day 2 of development just anterior to the telotroch; ventral is at the bottom of the panel.
(O) Day 3 of development, a surface view of the lateral ectoderm, (P) and day 4 of development, in sagittal section.
(Q) Admp and bmp2/4 double in situ hybridization at day 2 of development; brown is admp and blue is bmp2/4, and (R) a cross section of the same
stage just anterior to the telotroch.
(S) Admp expression at day 5 of development, and (T) surface view of an uncleared embryo, ventral midline toward the viewer.
DOI: 10.1371/journal.pbio.0040291.g002
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Dorsoventral Patterning in Hemichordatesundetectable levels. The ﬁnal member of the bmp4 synex-
pression group in this study is cv-2, a crossveinless ortholog.
Originally cloned from Drosophila melanogaster, it is expressed
in regions of high Bmp signaling in the metamorphosing
wing, but not during embryonic development [38]. In
chordates it is expressed in regions of high Bmp signaling,
such as the roofplate of the neural tube, and its encoded
protein modulates Bmp signaling [39–41]. In S. kowalevskii, cv-
2 is expressed on the dorsal midline (Figure 2J) of the embryo.
Like bambi and tsg, its expression diminishes in later stages. To
conclude, ﬁve members of the bmp4 synexpression group,
originally identiﬁed in D. melanogaster and vertebrates, show
dorsal midline domains of expression in S. kowalevskii.W e
thus ﬁnd signiﬁcant correlative evidence of Bmp signaling
from this midline in hemichordates. In a later section of
results, we will experimentally investigate the role of Bmp
signaling in hemichordate dorsoventral patterning.
We also cloned an ortholog encoding Chordin, a Bmp
antagonist, from S. kowalevskii and examined its expression in
relation to the bmp domain. Expression begins in a sector of
ectoderm of the early gastrula, the presumed prospective
ventral side, since it is opposite the bmp2/4 domain as shown by
double in situ hybridization (see thumbnail photo). At early
stages, its breadth of expression extends almost to the dorsal
side in the mid-level ectoderm (Figure 2M–2P), though less
extensively in the anterior and posterior ectoderm. At later
stages, chordin expression remains broad, strongest in the
mesosome and anterior metasome, and tapering off at the
telotroch (a dense ciliated band) in the posterior metasome.
Anteriorly, chordin is expressed in the ectoderm of the
posterior prosome, tapering off toward the tip (Figure 2O).
By day 4, its expression shrinks to a small ventral patch in the
anterior metasome, mesosome, and posterior prosome ecto-
derm (Figure 2P). This pattern of expression of chordin,
centered on the ventral midline, strongly suggests that its
encodedprotein andBmponthedorsalsideareinvolvedinan
antagonistic interaction, as found in other bilateral animals.
In S. kowalevskii as well as Drosophila, chordin is only expressed in
the ectoderm, whereas in Xenopus, it is expressed in both the
ectoderm and mesoderm [42]. In the course of development of
S. kowalevskii to the hatched juvenile stages, the only domains
of expression of chordin and bmp are the midline stripes
described above; there are no secondary domains.
Another gene from the Bmp sub-family of transforming
growth factor-beta signaling molecules, which encodes a
protein with a key role in vertebrate organizer function, is
anti-dorsalizing morphogenetic protein (admp). No admp ortholog
has been found in Drosophila. Like Bmp2, 4, and 7, the Admp
protein may bind to Chordin and be rendered inactive in
signaling until the Tolloid protease releases it [43]. Unlike the
genes of other Bmps, admp appears to be co-expressed with
chordin, not opposite it, and to be repressed by Bmps.
According to current views, Admp acts like a Bmp signal in
concert with the other Bmps, when released on their side of
the embryo [44]. We cloned the S. kowalevskii ortholog of admp
from an expressed sequence tag collection. The ortholog is
expressed on the ventral midline of embryonic ectoderm and
also in some regions of ventral midline endoderm (Figure
2Q–2T). Expression begins in the ventral ectoderm and
endoderm of the late gastrula (unpublished data). Thereafter,
as the embryo elongates, ectodermal admp expression extends
in a thin line from the anterior tip to the anus, interrupted
only by the telotroch (Figure 2Q). It is expressed directly
opposite bmp2/4 as shown in Figure 2R. At day 4, admp is still
expressed along the ventral midline of the embryo; however,
its level is much lower in the mesosome and anterior prosome
(Figure 2S). Ventral endoderm expression of admp is most
prominent in two domains; the more anterior of these in the
metasome becomes more intense than the other by day 4 of
development (Figure 2S). Thus, as in chordates, chordin and
admp are co-expressed in hemichordates on the side opposite
Bmps. Unlike chordates, the hemichordate expression is in
the ectoderm and endoderm, rather than in the mesoderm.
Thus like chordin expression, admp does not identify organ-
izer-like mesoderm in hemichordates.
Dorsally Restricted Domains of Target Gene Expression
Orthologs encoding seven transcription factors exhibit
dorsal domains of expression in the different germ layers,
providing evidence of a dorsoventral pattern of transcrip-
tional regulation in hemichordates, previously unreported.
These genes, which include distalless (dlx), tbx2/3, olig1/2, pox
neuro (poxN), pituitary homeobox (pitx), hex, and nk2.3/2.5, are
candidate targets of Bmp activation. Expression results are
shown in Figure 3. In a later section of Results, we provide
evidence that their domains indeed expand and contract
when Bmp signaling is manipulated, but ﬁrst we must
describe their domains in normal development.
In the ectoderm, dlx is expressed in a stripe on the dorsal
midline, like bmp2/4 (Figure 3A). Also, it is expressed in a
uniform speckled pattern in the prosome ectoderm, as
reported earlier [45]. Its expression begins after gastrulation
in a sector of ectoderm, the prospective dorsal midline
(Figure 3A), and continues throughout all stages examined,
closely resembling bmp2/4 expression. Like bmp2/4 and bmp5/8,
its domain is submerged in the anterior mesosome, where the
dorsal axon tract is internalized (unpublished data). In
vertebrates, dlx paralogs have multiple developmental roles,
but all share a role in patterning neural crest cells on the
dorsal midline where the neural folds meet, a site of high
Bmp levels [46,47].
Similar expression is found for the S. kowalevskii T-box gene,
tbx2/3. In vertebrates, tbx2 and tbx3 are distinct from other T-
box genes by being transcriptional repressors rather than
activators [48]. Although tbx2 is expressed in several domains
during chordate development, it is expressed in neural crest
cells forming the sensory dorsal root ganglia, common to all
vertebrate species investigated [49,50]. Interestingly, bmp2
regulates tbx2 and tbx3 in early cardiac development in
vertebrates [51], and in sea urchins tbx2/3 responds to Bmp
signaling in the establishment of the oral/aboral axis [52]. In
Drosophila, the ortholog of tbx2/3, optomotor blind, is also
regulated by Dpp during wing disk development [53]. In S.
kowalevskii, expression of tbx2/3 begins during gastrulation in a
sector of the ectoderm and rapidly restricts down to a dorsal
stripe, with its strongest expression posterior to the telotroch
ciliated band. Its midline domain is broader than found for
bmp2/4 and dlx (Figure 3C and 3D). In the anterior metasome
near the ﬁrst gill slit, ectodermal expression extends ventrally
and encircles the embryo as a band.
Three further genes, olig, pox neuro, and pitx exhibit dorsal
midline expression in sub-regions of the embryo’s length. In
vertebrates, olig1 and 2 are expressed in the ventral spinal
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Dorsoventral Patterning in Hemichordatescord in the region that gives rise to oligodendrocytes and
motor neurons, whereas olig 3 is expressed in the dorsal cord
[54]. Bmp and sonic hedgehog (Shh) have been implicated in
their activation in these regions [55]. We see the initial
expression of the olig ortholog of S. kowalevskii in a dorsal spot
at the base of the prosome, in a cluster of cells (Figure 3G).
Later, the expression expands to the entire proboscis
ectoderm and to a dorsal midline of spots of cells along the
body length (Figure 3H).
Pox neuro is a pax gene of Drosophila and other arthropods,
closely related to the pax 2/5/8 group of genes and the
cnidarian paxA group [56], but there is no clear ortholog in
vertebrates. The PoxN protein plays a role in both the
peripheral and central nervous systems of Drosophila and may
be involved in determining neuroblast identity [57]. We have
cloned ﬁve pax genes from S. kowalevskii, two previously
published in Lowe et al. [45]. In cladograms, poxN clusters
with Pax A and C of cnidarians and poxN of Drosophila; it is
distinct from the pax 2/5/8 group of genes (Figure S-2H). In S.
kowalevskii its expression begins on day 3, quite late in
development, after the three major body divisions have been
established. It is detected in isolated cells of a tight line of
expression on the dorsal midline of the metasome (Figure 3I).
Pitx plays multiple roles in chordate development. Though
Figure 3. Genes Expressed with Dorsal or Ventral Domains
These genes were chosen as candidate targets of Bmp activation or repression. All embryos are oriented as in Figure 2 with anterior to the top and left
of each panel and dorsal in the top right of each panel, unless otherwise specified. The telotroch or ciliated band is marked by white arrowheads.
Expression of dlx at (A) day 2 of development, just after gastrulation and (B) at day 3 of development.
(C) Tbx 2/3 expression just after gastrulation, and (D) at day 3 of development.
(E) Expression of hex at day 3 of development (F) Expression of nk2.3/2.5 at day 4.
(G) Expression of olig on day 2, just after gastrulation, and (H) at day 3.
(I) poxN expression at day 4 of development.
(J) Pitx expression at day 2 of development, dorsal midline toward the viewer, a glancing optical section through the dorsal-most ectoderm.
(K) Pitx expression at day 4 of development. Note the two domains of expression.
(L) Netrin expression, a transverse section of a post-gastrula embryo at the level of the ciliated band. Note the broad ventral expression of netrin, and (M)
the more narrow domain at day 3 of development.
(N) Expression of lim3 at day 3 of development.
(O) Expression of mnx at day 2 of development, and (P) at day 4. Note the ventral endodermal expression.
(Q) Expression of mox (also called gax) at day 3 of development, and (R) a close up of the ventral domain at day 3, ventral midline toward the viewer,
displaying the metasome and part of the mesosome.
(S) Expression of sim at day 2 of development, and (T) at day 5.
DOI: 10.1371/journal.pbio.0040291.g003
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Dorsoventral Patterning in Hemichordatesnamed for its role in pituitary development [58], it also
participates with nodal in establishing deuterostome left/right
asymmetries [59] and in ventral posterior patterning [60]. In
S. kowalevskii, pitx is expressed in two widely separated
domains. One appears at gastrulation in the posterior ventral
ectoderm in a broad band of scattered cells, just anterior to
the telotroch (unpublished data). In later stages, expression
narrows to a stripe along the ventral midline (Figure 3K). A
second domain of strong expression appears at day two of
development, as the three body regions begin to resolve, at
the base of the proboscis on the dorsal midline (Figure 3J).
This distinct spot is approximately at the site where the
proboscis pore later forms, connecting the anterior coelom
to the exterior, just left of the dorsal midline. During those
later stages, as the stomochord projects into the prosome
directly underneath this spot, pitx expression extends into the
mesoderm of the heart/kidney complex, just dorsal to the
stomochord. It remains unknown whether this prosome
domain has any relation to an ancestral pituitary rudiment
predicted by Goodrich [61] to occupy this location.
Three transcription factors show dorsal domains in the
endoderm. The ﬁrst is an nk homeobox gene, we have named
nk-2.3/2.5 that is related to Drosophila tinman, amphink-tin, and a
range of nk2 class vertebrate genes that all play roles in
cardiac development (see gene tree in S-4P). We have
succeeded in cloning only one member of this related group
of vertebrate genes, as was also reported in amphioxus [62],
suggesting that the vertebrate nk2 class cardiac genes
represent a diversiﬁcation of an ancestral copy of a tinman-
related gene in basal chordates. We do not detect expression
of nk-2.3/2.5 until relatively late in development (day 4) in the
most dorsal part of the pharyngeal endoderm, between the
ﬁrst pair of gill pouches as they begin to develop (Figure 3F).
A similar domain of expression is detected ventrally in the
ﬂoor of the developing pharyngeal endoderm of amphioxus
[62]. Tinman and related genes are best known for their
conserved roles in the development of cardiac mesoderm
[63]. However at no point in development do we detect
expression of nk 2.3/2.5 of S. kowalevskii in the structure
classically described as the heart in the axial complex, at the
tip of the stomochord [64]. Moreover, it is not expressed in
mesoderm, only dorsal midline endoderm, at the stages we
have examined.
The second gene detected in the dorsal endoderm is the
transcriptional repressor hex. In vertebrates it is expressed in
the anterior visceral endoderm and plays an early role in
blocking mesoderm induction and favoring anterior neural
development; later it plays a role in the development of the
liver and the thyroid [65,66]. Expression of hex in S. kowalevskii
begins very early in the gastrula and shows a tight restriction
to the prospective dorsal endoderm in a region of expression
directly beneath the bmp2/4 stripe (unpublished data).
Expression continues in the dorsal endoderm in the post-
gastrula from the very posterior endoderm to the most
anterior endoderm except for the mouth (Figure 3E). In later
developmental stages, the expression becomes thinner and
more tightly associated with the dorsal midline. The
expression in the anterior is stronger than more posteriorly
(unpublished data). The ﬁnal gene expressed in the dorsal
endoderm is pax1/9. As we reported earlier [45], it is expressed
during the formation of the gill slits.
To conclude, we report seven new genes with dorsal
domains of expression in hemichordates. These seven were
not difﬁcult to ﬁnd, and we expect that many more genes
exhibit such dorsoventral expression, perhaps all dependent
on the Bmp-Chordin axis.
Ventrally Restricted Domains of Target Gene Expression
Orthologs encoding a signaling ligand (Netrin) and four
transcription factors (Mnx, Lim3, Mox, and single-minded
[Sim]) are expressed in distinct ventral domains in the three
germ layers of S. kowalevskii embryos, and hence they are
candidate targets of Bmp repression. To these should be
added the ventral domain of pitx expression, described above.
In a later section of Results, we will provide evidence that
these genes are indeed Bmp targets, since their domains are
expanded and contracted when Bmp signaling is manipu-
lated, but ﬁrst we must describe the normal domains.
Comparative studies of netrin show that the encoded
protein plays a conserved role in axonal guidance [67,68].
In Drosophila the two netrin genes, A and B, are expressed
along the ventral midline, and the proteins are signals for
axon repulsion and attraction by commissural neurons in
short and long range signaling [69]. In vertebrates, an
ancestral netrin gene underwent a series of duplications and
diversiﬁcations to at least four netrin genes. In the central
nervous system, netrin 1 is expressed in the ﬂoorplate and
netrin 2 in the ventral third of the developing spinal cord and
ﬂoorplate [68,70]. As in Drosophila the proteins elicit either
commissural axon attraction or repulsion depending on the
receptor expressed by the responding growth cone. Gene tree
analysis shows that our netrin from S. kowalevskii groups with
the netrin 1 and 2 classes of genes (Figure S3-K). Lower
deuterostomes probably have only one gene of the netrin1/2
class [71]. Expression of netrin 1/2 begins at late gastrulation in
a small spot in the posterior ventral ectoderm (unpublished
data). After gastrulation, the domain extends from just
behind the telotroch forward to the anterior proboscis,
though not to the apical tip region (Figure 3M). When viewed
in section, the early expression is strongest at the ventral
midline, diminishing laterally (Figure 3L). In mid-stage
embryos (day 4), its expression is uneven along the ventral
midline, forming patches with large gaps at the telotroch and
in the mesosome (unpublished data). In later stages the
expression narrows to a ventral midline stripe extending
from the telotroch to a point midway into the proboscis
(Figure 3M and unpublished data). After hatching, it becomes
restricted to a very thin line on the ventral midline under the
ventral axon tract, extending into the tail. This expression is
consistent with Netrin’s possible involvement in S. kowalevskii
in attracting some axons from the general ectoderm into the
ventral axon tract and perhaps repelling others into the
dorsal axon tract.
The homeobox gene mnx has been implicated in the
development of motor neurons in Caenorhabditis elegans,
Drosophila, and chordates [72]. It is expressed in neurogenic
regions, such as the ventral-lateral neural tube of chordates,
and its encoded transcription factor may play a conserved
role in motor neuron development [73]. The mnx ortholog of
S. kowalevskii has an initial expression proﬁle similar to that
found in amphioxus; that is, in the endoderm of post-gastrula
embryos [73] rather than in neurogenic ectoderm. In
amphioxus, this endoderm expression is restricted dorsally,
whereas in hemichordates it is restricted ventrally in
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Dorsoventral Patterning in Hemichordatesposterior endoderm (Figure 3O). Two small patches of
expression appear in ventral ectoderm of the metasome, just
anterior to the telotroch, and in dorsal ectoderm at the
prosome-mesosome boundary. In later developmental stages
(day 3), the expression in the endoderm splits into two
domains, an anterior one in the ventral pharynx and a
posterior one in the ventral endoderm (prospective gut).
Ectodermal expression is eventually detected in a ventral
patch of the metasome anterior to the telotroch, and in a thin
ring of expression at the prosome-mesosome boundary
(Figure 3P). Although the endoderm expression of mnx in
hemichordates is not understood, it should be noted that
hemichordates (like echinoderms) are reported to have an
endodermal nervous system [21].
Some overlap of mnx expression is detected with another
homeobox gene implicated in motor neuron patterning, lim3
[74]. Lim3 is expressed in the same ventral population of
ectodermal cells as mnx and pitx, and no expression of it is
found in endoderm (Figure 3N). It is also expressed in the
developing prosome ectoderm. Whether these domains in the
ectoderm are really associated with the speciﬁcation of
motorneurons is unknown; currently no information is
available on neuronal cell type speciﬁcation in this animal.
However, the ventral axon tract is more associated with
motor function, and the body wall musculature of the trunk is
primarily ventral [75].
Sim is another candidate Bmp target from S. kowalevskii. Its
expression is known in D. melanogaster and chordates. In
Drosophila, sim is considered a ‘‘master control gene’’ in the
development of ventral midline mesectodermal cells [76],
with signiﬁcance for dorsoventral patterning of the nervous
system. In chordates it has somewhat variable expression,
including in the notochord of amphioxus [77], the axial
mesoderm, and the ventral sector of the neural tube in
vertebrates [78,79]. The evidence for a conserved role of the
encoded protein in Drosophila and chordates remains weak. In
hemichordates, it is expressed in the ventral endoderm of the
mesosome and anterior metasome back to the ﬁrst gill slit
and in ventral ectoderm of the same region (Figure 3S and
3T). Although it is expressed on the ventral midline, further
analysis of sim in S. kowalevskii is needed before it can be
ascribed a role in the establishment of this midline.
Finally, the only restricted marker of mesoderm that we
have detected in this study is mox (also called gax). This gene is
a member of the extended hox complex and may play a
conserved role in mesoderm development throughout chor-
dates and lophotrochozoans, though absent in ecdysozoans
such as in C. elegans and Drosophila [80,81]. In vertebrates, mox
is expressed only in trunk mesoderm, not head mesoderm. In
S. kowalevskii, mox expression begins post gastrulation after the
coeloms have pouched out of the archenteron by enterocoely.
Expression is initially detected exclusively in the paired
coeloms of the metasome, with no obvious dorsoventral
asymmetry (unpublished data). As development continues,
expression in the dorsal-most region of the metacoels is
down-regulated. Ventral expression continues until only a
thin line of mox expression remains in the developing
metasomal mesoderm and extends forward into the meso-
coels at later stages (Figure 3Q and 3R).
In summary, we have obtained seven genes with distinctive
dorsal expression domains (to which the previously reported
pax1/9 should be added) and ﬁve with ventral domains, all of
which are candidates for activation or repression by Bmp of
the Bmp-Chordin axis of hemichordates.
Mechanisms of Neural Tube Dorsoventral Patterning: Are
They Conserved in Hemichordates?
Three genes were chosen for study in S. kowalevskii because
of their well-known roles in dorsoventral patterning of the
chordate neural tube: shh, nk2.2, and msx. Shh is released from
the ﬂoorplate of the neural tube, opposite Bmp from the
roofplate, and it activates a suite of genes in the ventral
sectors of the neural tube [82], whose encoded transcription
factors specify different kinds of ventral neurons. Nk2.2 is one
such gene; it is activated at high Shh levels found near the
ﬂoorplate [83]. Msx on the other hand is expressed in dorsal
regions of the neural tube in response to Bmp signals from
the roof plate and nearby epidermis, and its encoded
transcription factor speciﬁes sensory interneurons [84]. The
relative placement of netrin, nk2.2, gsx, and msx domains in the
chordate neural tube is similar to the placement of the
expression domains of orthologous genes in the Drosophila
nerve cord. This similarity has been taken as evidence for the
homology of the centralized nerve cords of the two groups
[85]. Countering the hypothesis of homology is the evidence
that many other genes are expressed differently in the two
cords and that, while Shh is the counter-posed signal to Bmp
in the chordate case, epidermal growth factor may have that
role in arthropods.
In S. kowalevskii, we ﬁnd that the expression proﬁles of the
hh, nk2.2, and msx orthologs do not at all resemble the
expression domains of vertebrates or Drosophila, as shown in
Figure 4. We could isolate only one kind of hedgehog
ortholog from S. kowalevskii, but this may exhaust the
hemichordate repertoire since basal deuterostomes such as
amphioxus and sea urchins have but one gene [86,87],
whereas vertebrates have up to four paralogs of hh [86]. The
expression of hh in S. kowalevskii begins at day 2, in a small
patch at the apical tip of the prosome ectoderm (Figure 4A),
and it continues in the same domain throughout all stages
examined (Figure 4B). Low level expression also occurs in the
anterior gut (unpublished data). At no time is hh expressed in
a dorsal or ventral midline domain, for example, close to the
netrin ventral domain. The nk2. 2 of S. kowalevskii was cloned
by low stringency hybridization. Its expression begins at
gastrulation in the endoderm (Figure 4C) rather than
ectoderm, as has been also found in amphioxus but not
other chordates [88]. Its domain in S. kowalevskii clearly
delineates endoderm from the anterior mesendoderm that
becomes the prosome mesoderm. It is continuously expressed
throughout the endoderm until hatching; however, it is down-
regulated in the dorsal endoderm at the site where gill slits
form on day 3, and thereafter (Figure 4D). As the stomodeum
(mouth) opens at day 2–3 of development, the expression of
nk2.2 extends into the ectoderm in two narrow wings near the
mouth, leading toward but not reaching the dorsal midline
(Figure 4D). No other ectodermal domain was found during
development. Just as hh is not expressed in a chordate-like
dorsoventral domain, the nk2.2 gene, which in chordates
depends on Hh signaling for expression, also reveals no
chordate-like domain.
Msx was cloned from S. kowalevskii cDNA libraries by low
stringency hybridization using a probe based on the msx
homeodomain of Strongylocentrotus purpuratus. Expression
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stripe in the prospective anterior metasome (Figure 4E). Its
early ring-like domain resembles that of engrailed [45] except
that the ring of the latter is interrupted on the dorsal midline.
At later developmental stages, as dorsal ﬂexure occurs, the
msx domain expands posteriorly into the dorsal metasome
(Figure 4F). The highest expression occurs just anterior to the
telotroch ciliated band.
Of these three genes, all of which have conserved roles in
dorsoventral neural patterning in chordates, none shows
evidence of such a role in the hemichordate S. kowalevskii. The
similar domains and speciﬁcation roles of msx and nk2.2 along
with gsx (which we have not yet obtained) in the central
nervous systems of vertebrates and Drosophila have served as
evidence of the homology, ancestry, and conservation of
central nervous systems across all bilaterians. Since we ﬁnd
no such correspondence in S. kowalevskii; either the domains
and roles were lost in the lineage leading to hemichordates
(and perhaps echinoderms), or they were independently co-
opted in arthropods and chordates.
Functional Effects of Bmp Signaling
To test the importance of the Bmp-Chordin axis for the
development of the deﬁnitive dorsoventral axis of S.
kowalevskii, we exposed embryos globally to Bmp protein, or
we depleted the embryo of Bmp using RNAi. To score the
effects, we used most of the 13 genes we now know to be
expressed in dorsal or ventral domains in S. kowalevskii, as well
as features of the overall anatomy of the treated embryos. Of
particular interest is the development of the nervous system
in treated embryos, which is normally diffuse throughout the
ectoderm even though the embryo possesses a Bmp-Chordin
axis. Embryos and expression results are shown in Figures 5
and 6, and Table 1 summarizes the results of the following
two sections.
Over-Expression by Exposure to Exogenous Bmp Protein
When Bmp from vertebrates was applied directly to
ascidian embryos, it had the same over expression effects as
injection of mRNA for Bmp [89]. We therefore added
zebraﬁsh recombinant Bmp 4 protein to seawater at a range
of concentrations to assess its effects on the development of S.
kowalevskii embryos. All treatments signiﬁcantly altered
development (Figure 5B and 5C). From a morphological
and molecular perspective, the embryos are ‘‘dorsalized,’’ in a
dose dependent manner (unpublished data). Treated embryos
are cylindrical in shape, more elongated than normal,
ﬂattened at the proboscis tip, and lacking the dorsal ﬂexure
that normally results from asymmetric tissue extension. The
mouth is absent, and instead of a thin neck, the mesosome is
thickly connected to the prosome. Also the ﬁrst gill slits are
entirely lacking, although at very low levels of Bmp exposure
(10 ng/ml) a deep circumferential groove forms in the
ectoderm at the position along the anteroposterior axis at
which the gill slits would ﬁrst perforate. The organization of
the anteroposterior axis is generally unaffected.
To supplement the morphological observations, we inves-
tigated the Bmp dependence of the expression of various
genes in the three germ layers. First we assayed the expression
of bmp2/4 itself and found that this mRNA is elevated to
detectable levels throughout the ectoderm (Figure 5D), rather
than remaining localized to the dorsal midline as in control
embryos (Figure 2A–2D). This expanded expression may
imply an auto-activating circuitry of the Bmp synexpression
group, as is known for Drosophila and vertebrates [90]. Then
we assayed ﬁve genes that, in normal embryos, are expressed
on or near the dorsal midline in either the ectoderm or
endoderm, as candidates for activation by Bmp. Dlx,a s
described earlier (Figure 3A and 3B), is expressed in the
ectoderm of the entire prosome [45] and on the dorsal
midline of the meso- and metasome. In Bmp-treated embryos,
dlx expression expands into all meso- and metasomal
ectoderm (Figure 5I). A similar Bmp dependence is found
for tbx2/3, a gene also normally expressed on the dorsal
Figure 4. Expression in S. kowalevskii of Orthologs of Chordate Genes
Important in Dorsoventral Patterning of the Neural Tube
All embryos are shown as optical sections, and oriented in a similar
manner as in Figure 2 with anterior to the top and left of each panel and
dorsal in the top right of each panel, unless otherwise specified.
(A) Hh expression in the apical tip of a day 3 embryo, and (B) at day 5 at
the same location.
(C) Endodermal expression of nk2–2 (also called nkx2.2) in the late
gastrula, with a sharp delineation between presumptive proboscis
mesoderm and definitive endoderm, and (D) at day 4, with expression
continuing in the endoderm but down-regulated in the pouches of the
forming gill slits (black arrowhead).
(E) Expression of msx in the late gastrula, and (F) at day 3. Expression
occurs exclusively in the ectoderm of the metasome and is down-
regulated in the telotroch, the cilated band, as marked (white
arrowhead).
DOI: 10.1371/journal.pbio.0040291.g004
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Dorsoventral Patterning in HemichordatesFigure 5. Dorsalization of the S. kowalevskii Embryo by Application of
Exogenous Bmp4 Protein
Exogenous Bmp4 protein was applied to the late blastula embryo (14 h
post fertilization), and development was allowed to continue.All embryos
are shown at a similar developmental stage, day 3 of development.
(A) Side view of a control embryo cultured without Bmp4. The mouth is
indicated by a black arrowhead on the ventral side. The normally
developing endoderm shows a dorsal, anterior projection of the gut
called the stomochord, indicated with a white arrowhead. One of the
mesocoels is clearly visible on the dorsal midline, indicated by a yellow
arrowhead. The endoderm is divided into two sections, the pharyngeal
region in the anterior, divided from the posterior gut region by a
posterior constriction shown by blue arrows. The first gills slit is indicated
by a green arrowhead, just anterior to the gut division.
(B) Embryos treated with 250ng/ml of Bmp 4, fixed at the same time as
the control in panel A. The dorsoventral orientation is not possible to
determine since they are cylindrically symmetric. Black arrowheads
indicate thick condensations of mesenchyme around the anterior gut.
(C) Embryos fixed at a similar development stage following a treatment
with 500 ng/ml Bmp4 displaying a consistent phenotype between
samples. Note the flattened anterior end and the thick connection of
prosome and mesosome.
(D) Expression of bmp2/4 following treatment with Bmp4 protein
showing activation of endogenous expression throughout the ectoderm.
(E) Stereomicrographs of uncleared embryos showing the expression of
chordin in control embryos, with broad ventral expression, and (F)
embryos following treatment with Bmp4 protein at 100 ng/ml.
(G) Stereomicrographs of uncleared embryos showing the expression of
elv in control embryos, with broad expression, but stronger at the
midlines, and (H) embryos following treatment with Bmp4 protein at 100
ng/ml. Note the persistence of elv expression; it is not repressed by Bmp4.
(I) Ubiquitous ectodermal expression of dlx following treatment with 100
ng/ml of Bmp4.
(J) Expression of tbx2/3 expands throughout the ectoderm following
treatment of the embryo with Bmp4 protein (250 ng/ml). White
arrowheads indicate the position of the telotroch/ciliated band.
(K) Expression of pitx expands from a spot to a ring around the base of
the prosome in both the ectoderm and underlying mesenchyme, after
Bmp4 protein treatment.
(L) Control expression of hex at day 4 of development, and (M) following
treatment with Bmp4 at 100ng/ml.
(N) Pax1/9 expression expands from a dorsolateral spot to a circum-
ferential ring in the endoderm following Bmp4 treatment at 100 ng/ml.
(O) Like pax1/9, the nk2–3/2–5 domain expands from a short dorsal stripe
to a ring in the endoderm, after Bmp4 treatment.
(P) Expression of admp in the most anterior endoderm following
treatment with 500 ng/ml of Bmp4. This is a residual spot (thus showing
that the staining procedure has worked), whereas the entire ventral
domains of ectoderm and endoderm have disappeared.
DOI: 10.1371/journal.pbio.0040291.g005
Figure 6. Ventralization of the S. kowalevskii Embryo following Injection
of the Egg with Anti-bmp siRNAs
Eggs were injected immediately following fertilization with bmp siRNA
and development was allowed to continue.
(A) Low magnification micrograph of a group of embryos at the
beginning of day 3 of development from injected eggs, showing the
consistency of the phenotype. The dorsoventral orientation cannot be
determined since the embryos are cylindrically symmetric. Note the deep
indentation between the prosome and mesosome, and the short
posterior end beyond the telotroch (ciliated band).
(B) Optical section of an embryo at the same stage of development from
an injected egg.
(C) In the siRNA treated embryo, the expression of dlx continues in
scattered cells in the anterior ectoderm of the prosome but disappears
from the dorsal midline.
(D) Expression of pitx at day 4 of development in a siRNA treated embryo,
showing expanded expression throughout the majority of the metasome
anterior to the telotroch, whereas the prosome dorsal spot is absent. The
prosome has detached from the mesosome at this stage, as the mouth
indentation encircles the embryo. The same developmental stage is
shown in panel E and F.
(E) Expression of admp expands strongly throughout the ectoderm of the
detached prosome.
(F) Low magnification micrograph of day 4 embryos showing expansion
of expression of netrin from a ventral midline stripe to the entire
ectoderm including that of the detached prosome. White arrowhead
shows the position of the telotroch.
DOI: 10.1371/journal.pbio.0040291.g006
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Dorsoventral Patterning in Hemichordatesmidline (Figure 3C and 3D). In Bmp-treated embryos, tbx2/3 is
expressed around the entire circumference of the embryo
(Figure 5J). In the case of pitx, which has two ectodermal
domains normally, the dorsal spot at the base of the proboscis
expands in the presence of excess Bmp to encircle the base of
the proboscis, along with underlying mesenchyme expression,
as if repressed by Bmp. As further evidence of repression,
chordin expression could not be detected in Bmp-treated
embryos (Figures 5E and F).
Then we examined three genes normally expressed asym-
metrically in the endoderm. Hex is normally expressed along
the dorsal midline, with stronger expression anteriorly
(Figures 3E and 5). After Bmp ligand treatment, this domain
is expanded circumferentially most prominently in the
anterior endoderm, but also at lower levels in posterior
endoderm. Expression seems entirely down-regulated in the
mid endoderm region, possibly at the level where gill slits
would normally begin to develop (Figure 5M). Pax 1/9 is
normally expressed as a bilateral pair of spots in the
dorsolateral endoderm as the ﬁrst gill slit pair forms [45,91].
In treated embryos, these spots expand to a ring of expression
around the body (Figure 5N). Similar results were also found
with nk2.3/2.5, normally expressed on the dorsal midline of
the endoderm, including the dorsal and medial region of the
ﬁrst gill slit pair. Like pax1/9, nk2.3/2.5 expression expands to a
ring encircling the entire endoderm (Figure 5O). As a ﬁnal
case, we chose admp as a candidate for Bmp repression since
this gene is normally expressed only on the ventral midline of
the ectoderm and endoderm. In Bmp-treated embryos, admp
expression is indeed repressed, except for a residual small
spot in the anterior endoderm (Figure 5P). Thus, uniform
exposure of the embryo to excess Bmp protein activates the
widespread expression of those genes normally expressed
dorsally, and represses those normally expressed ventrally.
These ﬁndings implicate dorsal midline Bmp in normal
dorsoventral patterning in at least the ectoderm and
endoderm.
We might expect very different effects of Bmp in specifying
the nervous system of hemichordates. In Drosophila and
vertebrates, Bmp represses neurogenesis, but in hemichor-
dates there is no apparent segregation of ectoderm into
neurogenic and epidermal territories. To test this, we
examined the expression of elv, a pan neural gene [45]. In
control embryos, elv is expressed throughout the ectoderm
with its highest levels on the dorsal and ventral midlines and
in the developing proboscis ectoderm (Figure 5G). In Bmp
protein-exposed embryos, the expression of elv is not down-
regulated; it is similar to controls along the anteroposterior
axis and is expressed at uniform high levels around the
embryo’s circumference (Figure 5G and 5H). Therefore,
unlike insects and vertebrates, hemichordates do not have a
gene regulatory circuit by which Bmp represses neural fates
during early development.
Knockdown of Bmp by Small Interfering RNA
To further test the role of Bmp in dorsoventral patterning,
we knocked down endogenous Bmp levels by injecting into
the newly fertilized egg either a pool of small interfering RNA
(siRNA) generated by the cleavage of the full-length tran-
script by the dicer enzyme or individual synthetic siRNAs
directed against two different regions of the open reading
frame of the bmp2/4 mRNA. The phenotypes of the resulting
embryos are identical and highly reproducible from all three
kinds of materials and between injection runs. The embryos
look normal throughout early stages; however, after gastru-
lation they fail to extend dorsally and remain cylindrical in
organization, as we might expect from ventralized embryos.
Anteroposterior organization is normal, as reﬂected by the
fact that the prosome, mesosome, and metasome are set off by
anterior and posterior grooves. On day 3, when the anterior
groove would normally deepen on the ventral side to form
the mouth (Figure 6A and 6B), the groove indents circum-
ferentially and severs the mesosome from the prosome, which
falls off (see Figure 6D–6F). Gill slits fail to form in the
metasome. The telotroch remains close to the anus, and the
posterior endoderm is wider than normal (Figure 6A and 6B).
Overall, the effects of the siRNA injections to produce
ventralized embryos complement those of Bmp ligand treat-
ments to produce dorsalized embryos.
Table 1. Bmp Levels Control Dorsoventral Domains of Gene Expression in S. kowalevskii
Gene Normal Domain of Expression Domain after Bmp4 Protein Treatment Domain after Anti-bmp siRNA Injection
bmp2/4 Dorsal midline stripe, ectoderm Entire ectoderm; esp. in the anterior metasome None detectable
chordin Ventral midline stripe, ectoderm None detectable n.e.
admp Ventral midline stripe, ectoderm and
endoderm
None detectable except for spot in ant.
endoderm
All prosome ectoderm
dlx (domain 1) Dorsal midline stripe Entire ectoderm; esp. in the anterior metasome None detectable
dlx (domain 2) Entire proboscis, in spots Entire proboscis, spots Entire proboscis, spots
pitx (domain 1) Dorsal spot at the base of proboscis Ring around proboscis base None detectable
pitx (domain 2) Ventral stripe in the metasome None detectable Expanded to entire ectoderm of metasome
elav (pan-neural gene) All ectoderm, spots. Stronger on midlines All ectoderm, spots. Strong throughout
ectoderm
All ectoderm, spots. Strong throughout
ectoderm
pax1/9 Circles in the endoderm, at gill slits Endoderm; rings around body n.e.
nk2.3/2.5 Endoderm, dorsal midline stripe Expanded to all endoderm n.e.
netrin1/2 Ectoderm, ventral midline stripe None detected Expanded throughout ectoderm
See text for details. To achieve the over expression of Bmp, purified Bmp4 protein was added to the sea water at the late blastula stage, and embryos were thereafter allowed to develop.
To achieve Bmp depletion, anti-bmp2/4 siRNAs were injected into eggs within 3–6 min after fertilization, and embryos were thereafter allowed to develop. Domains of gene expression
were detected by in situ hybridization with specific probes.
n.e., not examined.
DOI: 10.1371/journal.pbio.0040291.t001
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Dorsoventral Patterning in HemichordatesIndicative of the speciﬁcity of the anti-bmp siRNAs, control
eggs injected with a scrambled siRNA sequence developed
normally with a dorsoventral axis (unpublished data).
Furthermore, when siRNA injected embryos were then
treated with Bmp protein, they undertook Bmp-dependent
gene expression, indicating that the siRNAs did not cause
systemic damage unrelated to Bmp.
We examined the expression of four genes that normally
have ventral domains and are therefore candidates for
repression by endogenous Bmp from the dorsal side. As
described earlier (Figure 3L and 3M), netrin is expressed in a
broad band on the ventral side at early stages and then
restricts down to a thin stripe on the ventral midline. In anti-
bmp siRNA injected embryos, netrin expression expands
uniformly throughout the ectoderm (Figure 6F), indeed
suggesting that Bmp normally represses netrin dorsally. As a
second example, pitx expression is altered in the embryos
from eggs injected with anti-bmp siRNAs; the posterior
ventral domain of pitx expands uniformly throughout the
ectoderm (Figure 6D) whereas the anterior dorsal spot of
expression is absent from the detached prosome. These data
on pitx from Bmp knockdown embryos complement the
results from the Bmp over-expression assays and suggest
strongly that Bmp normally represses the expression of pitx to
a posterior ventral stripe in the metasome but activates its
expression in the anterior dorsal spot on the proboscis.
Third, we examined admp, which is normally expressed in a
ventral stripe. In anti-bmp siRNA embryos, admp expression
expands uniformly, especially in the proboscis where it
becomes very intense (Figure 6E). And fourth, in anti-bmp
siRNA embryos, dlx expression in the prosome ectoderm
remains patchy; however, the dorsal midline expression is
absent (Figure 6C). Thus, Bmp is likely required for activation
of dlx on the dorsal midline but not for prosome ectoderm
expression.
In summary, Bmp2/4 activates and represses speciﬁc genes
in the ectoderm, mesoderm, and endoderm germ layers to
give unique dorsoventral patterns of expression in the
embryonic body. Differences of Bmp availability along this
axis are presumably related not only to the location of a Bmp
source at the dorsal midline of the embryo and a Chordin
(and perhaps Admp) source at the opposite midline, but also
to the interactions of Bmp with a variety of modiﬁers
encoded by genes of the Bmp synexpression group.
Discussion
The anatomical components of the dorsoventral axis of
hemichordates have been recognized for decades, such as the
opposed midline axon tracts, giant neurons [92], the heart/
kidney complex [64], gill slits, gonads, body wall muscle, and
tail [93,94]. However, the homology of these to candidate
counterparts in chordates has been ambiguous, making
problematic the comparisons along the dorsoventral axes of
the two groups. Molecular and developmental comparisons
have been impossible given the paucity of data from hemi-
chordates. We have improved the basis for comparison by
supplementing anatomical observations with molecular data.
In particular, our ﬁnding of the polarized expression of bmp
and chordin on the two midlines of the early embryo
establishes the existence of a Bmp-Chordin axis to which we
can relate the locations of various gene expression domains
and anatomical specializations of the deﬁnitive dorsoventral
axis of the animal. These midlines seem to be the only sites of
bmp and chordin expression in the embryo and juvenile.
Furthermore, we have tested the developmental importance
of the Bmp-Chordin axis and have found that at least 13
candidate target genes, which normally have dorsal or ventral
expression, predictably expand or contract their domains in
line with Bmp availability, as do all the observable anatomical
specializations. At uniform high levels of exogenous Bmp we
obtain cylindrical dorsalized embryos, and in the absence of
endogenous Bmp we obtain ventralized embryos. All aspects
of dorsoventral organization of ectoderm and endoderm, and
likely also mesoderm (for which we lack good marker genes),
depend on the Bmp-Chordin axis in the S. kowalevski embryo.
As concluded previously for chordates and arthropods, and
now supported by the hemichordate ﬁndings, this Bmp-
Chordin axis is truly a developmental axis underlying the
deﬁnitive anatomical dorsoventral axis, and it may date back
to the earliest bilateral animals [1,27].
Furthermore, for comparisons with chordates, the Bmp-
Chordin developmental axis of hemichordates can be deﬁned
intrinsically, without reference to unreliable features such as
the orientation of the animal in the gravitational ﬁeld or by
the location of the mouth, features which have proven hard
to compare across taxa. The expression of bmp mRNA at one
pole of the Bmp-Chordin axis and chordin at the other
suggests that a gradient of active Bmp protein across the
embryo, high at the bmp pole and low at chordin, sets the
quantitative conditions for selecting and organizing target
gene expression. However, many modulators are known to
affect the local level of active Bmp, such as the complexes it
forms with Chordin, Tsg, and perhaps Cv-2, and its release
from those complexes by the Tolloid protease [95]. The Bmp
midline is also the site of expression of bambi, encoding a
pseudoreceptor of Bmp which is thought to inhibit Bmp
auto-activation [33] Furthermore, admp, which is expressed on
the ventral midline, encodes a protein with Bmp-like action
when released by Tolloid from its complex with Chordin, and
then Admp acts through a receptor not used by Bmps [44].
Also, Bmp antagonists exist besides Chordin, such as Noggin
and DAN. Preliminary tests indicate that these are wide-
spread in the ectoderm of S. kowalevskii, not concentrated at a
midline (unpublished data). Thus, the concentration proﬁle
of active Bmp protein across the embryo may not be a
monotonic gradient. Still, whatever its shape, we propose that
the Bmp proﬁle constitutes the fundamental developmental
axis for the selection and placement of components of the
eventual anatomical dorsoventral axis.
While the Bmp-Chordin axis is shared by chordates and
hemichordates, it remains to compare what target genes and
anatomical specializations are indeed selected and placed on
the axis in the two groups. On the Bmp side, both groups place
gill slits, coelomic mesoderm, a contractile heart-like dorsal
vessel, and nk2.3/2.5 expression; on the Chordin side, both
groupsplacethepost-analtail,themajorityofstriatedbodywall
muscle and motor neurons, and netrin1 expression. These
shared features, including their similar placements along the
Bmp-Chordin axis, can be ascribed to the deuterostome
ancestor, and some perhaps even to the bilateral ancestor.
These features were just brought forward in the chordate
lineage (hemichordate, too), not evolved anew within the
lineage.
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Dorsoventral Patterning in HemichordatesThere are two prominent exceptions to the list of targets of
the Bmp-Chordin axis shared by hemichordates and chor-
dates, namely, the nervous system and the mouth. The
hemichordate diffuse nervous system does not reveal a
dorsoventral asymmetry of neurogenesis or neuron abun-
dance; it develops throughout the ectoderm, even at the
midline of bmp expression. In chordates (and Drosophila, too)
the central nervous system develops near the source of
Chordin, and the large epidermal territory develops near the
Bmp source. In hemichordates, neurogenic and epidermal
cells are ﬁnely intermixed throughout the ectoderm [21]. In
chordates and Drosophila, increased Bmp contracts the
developing territory of neurogenic ectoderm, and expands
the epidermal territory, whereas decreased Bmp results in the
reverse effect [90]. However, as shown here, the exposure of
the hemichordate embryo to a uniform excess of exogenous
Bmp protein, which up-regulates endogenous bmp gene
expression around the body, does not cause the territory of
neurogenesis to contract, as shown by the persistence of
widespread pan-neural gene expression (Figure 5H). This
insensitivity of neurogenesis to Bmp in hemichordates,
despite the presence of a Bmp-Chordin axis in the embryo,
implies that the ‘‘anti-neurogenic phase’’ of Bmp signaling is
absent in hemichordates.
Nonetheless hemichordates use the Bmp-Chordin axis for a
second phase, the ‘‘morphogenetic phase’’ for patterning the
three germ layers. The patterning of neuronal cell types
within the diffuse nervouss y s t e mi si n c l u d e di nt h e
patterning, for example, the giant neurons near the dorsal
midline (the Bmp pole); a nerve tract rich in motor neuron
axons at the ventral midline, a specialized patch of sensory
neurons near the mouth, and a line of poxN expressing cells,
perhaps specialized neurons, on the posterior dorsal midline.
However, chordates appear to achieve much more patterning
of neuronal cell types than do hemichordates. Indeed, the
entire Bmp-Hh double gradient used by chordates to select
and place ten gene expression domains in the dorsoventral
axis of the neural tube [96], is absent from hemichordates. Hh
is localized to the apical ectoderm and anterior gut in
hemichordates; it has no dorsoventral expression. Whereas
the neural tube domains of chordates include those of pax6,
dbx, en, irx, nk2.2, and msx, none of these genes shows a
dorsoventral domain in S. kowalevskii (see Results here and in
[45]). Yet all of these are expressed in the hemichordate
embryo in anteroposterior domains, as they are in chordates
in domains additional to the dorsoventral domains. Partic-
ularly noteworthy are the nk2.2 and msx domains since these
are thought to have similar expression in Drosophila neu-
rectoderm and the chordate neural tube [15]. Yet they have
no dorsoventral domains in S. kowalevskii. These differences
suggest that much of the regulatory architecture involved in
dorsoventral patterning of chordate nervous system evolved
subsequent to the divergence of hemichordates and chor-
dates. If true, the dorsoventral axis would have been a locus of
much more evolution in chordates than was the anteropos-
terior axis since, as we showed previously [45], the gene
expression domains of this axis are extensively similar in both
groups, hence in the deuterostome ancestor.
Further analysis will be needed to determine if the neural
default circuitry of the kind operating in vertebrates [97] is
entirely absent from hemichordates. If so, the circuitry and its
role in segregating neural and epidermal territories must
have arisen independently in the chordate and arthropod
lines, and perhaps in other lines as well [19]. Such segregation
was presumably a key evolutionary step in the centralization
of the nervous system, which is a major dorsoventral
innovation. Presumably, intrinsic to the evolution of a
restriction of neural and epidermal fates in the different
lineages was the use in all lineages of the pre-existing Bmp-
Chordin axis. Alternatively, hemichordates (and perhaps
echinoderms) may have lost the central nervous system of a
deuterostome ancestor, rendering it diffuse and presumably
simpliﬁed. However, we think this unlikely because the
domain map of anteroposterior neural patterning genes of
hemichordates does not seem to be reduced in complexity
relative to chordates [45] and because the germ layers of
hemichordates seem otherwise rich in dorsoventral differ-
entiations, except for neural-epidermal segregation.
In the context of the Bmp-Chordin axis, we must last
discuss the location of the mouth in hemichordates. It is on
the Chordin side, as in Drosophila, but in chordates it is on the
Bmp side. Chordates then, among protostomes and deuter-
ostomes, would be the only group to have this mouth
location, a conclusion reached by Nubler-Jung and Arendt
[25] from anatomical comparisons, now reinforced by our
elucidation of the Bmp-Chordin axis in hemichordates. The
recent ﬁnding of left-sided expression of pitx and nodal in sea
urchin larvae has been presented as evidence that echino-
derms are also uninverted [59], although direct comparisons
of larval and adult body plans are problematic. Wherever the
mouth is, that side is called ventral, by convention, thereby
ﬁxing the orientation of the anatomical dorsoventral axis.
The inverse relation of the axes of chordates and arthropods
was furthermore recognized by the positions of heart,
coelomic mesoderm, body wall muscle, and nerve cords.
Thus, the dorsoventral axis of chordates is the inverse of all
other bilateral animals.
A venerable explanation of the inverse relationship is the
inversion hypothesis (dating back to E. Geoffroy Saint-Hilaire
[26]) in which a chordate ancestor inverted its entire body
dorsoventrally and then moved the mouth to the opposite side
(or thereverse order of events). Ourcurrent studies of altering
Bmp levels in development indicate that mouth development
is repressed by Bmp and hence it arises at the point farthest
from Bmp, in the mesosome-metasome groove. Bmp-over-
exposed embryos lack a mouth, and Bmp-deﬁcient embryos
form a mouth circumferentially which causes the proboscis to
fall off (Figures 5 and 6). The new mouth of chordates would
seem to hold a new relationship to the Bmp-Chordin axis. The
classical inversion hypothesis, despite its attractions, does not
require the nervous system to have been already centralized
before inversion occurred, even though such centralization is
usually assumed. Our data raise the possibility that central-
ization and inversion are separate issues (outlined in Figure 7).
The ancestor, even with a diffuse system, could have inverted
its body, which already had dorsoventral differences in the
other germ layers, and then moved its mouth. Subsequently it
could have centralized its nervous system to the Chordin side.
Such a scenario works just as well, indicating that inversion
can’t be used to argue the existence of a central nervous
system in the uninverted deuterostome or bilateral ancestor.
However, there are other ways to achieve inversion in
chordates, other than assuming a major shift in the life
history mode of an ancestor. One of the ways might be
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Dorsoventral Patterning in Hemichordatestermed the ‘‘ectopic chordin hypothesis.’’ In chordates,
Chordin is produced by both endomesoderm of Spemann’s
organizer, and the neurogenic region of the ectodermal
blastula stage, at least in Xenopus laevis [42] whereas in all
other phyla, including hemichordates, the source of Chordin
is exclusively the ectoderm. As shown here for hemichordates
and elsewhere for other bilateral animals, all organs, tissues,
and expression domains of the deﬁnitive dorsoventral axis
depend on the Bmp-Chordin axis for their selection and
placement. If this developmental axis were inverted during
very early development, without moving the mouth-forming
agency, all aspects of deﬁnitive dorsoventral organization
would necessarily invert. In chordates, Bmp is produced ‘‘at
large’’ in the ectoderm whereas the Chordin-Admp source is
primarily localized in the chordamesoderm which arises from
the archenteron/gut midline. Wherever the Chordin-Admp
source is placed, this deﬁnes the Bmp-Chordin axis in
chordates. Perhaps this new germ layer source, so different
from ectoderm, evolved on the side opposite the mouth in a
chordate ancestor, thus inverting the axis. To further these
inquiries, we plan to examine the means by which the Bmp
and Chordin stripes are placed opposite one another in the
ectoderm of the hemichordate embryo, and the means of
placement of the mouth.
Whatever the means by which the mouth and the central
nervous system are produced in chordates, these studies
reinforce the prominence of the Bmp-Chordin axis as a
patterning mechanism in perhaps all bilaterian animals. The
hemichordate S. kowalevskii seems to be an exceptional object
for the study of the origin of the chordate body plan. This is
in part because of the functional independence of the dorsal-
ventral and anterior-posterior axes and the fact that
patterning genes often appear dedicated to a single use
and not used successively in new patterns. From our studies
we can conclude that in the deuterostome lineage, the
anteroposterior pattern, delineated by hox and other genes,
may have been established very early, as a modest but
signiﬁcant modiﬁcation of the bilaterian ancestor. In the
Figure 7. Summary of Inferred Evolutionary Changes of the Dorsoventral Axis in Deuterostome Evolution, with Emphasis on Hemichordates and
Chordates
Mesoderm is shown in red, endoderm in yellow and ectoderm in blue (neural) and grey (epidermis). An ancestral secreted Bmp axis was involved in
dorsoventral patterning of the three germ layers in the bilaterian ancestor. This ancestor we propose was characterized by a diffuse organization of its
nervous system, shown by blue dots. A Bmp gradient was involved in dorsoventral patterning of all three germ layers. In the basal deuterostome and
hemichordates the role of the Bmp gradient is conserved in general dorsoventral patterning. During chordate (and protostome) evolution, the existing
Bmp/Chordin axis was co-opted for an additional developmental role in nervous system centralization.
DOI: 10.1371/journal.pbio.0040291.g007
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Dorsoventral Patterning in Hemichordatesdorsoventral dimension, the basic Bmp-Chordin axis would
have been just as fundamental in the common lineage of
bilaterians, but considerable modiﬁcation of the subdivisions
of this axis has certainly occurred in deuterostomes. The
centralized nervous system of arthropods and vertebrates, so
important in the previous theories of anatomical evolution
of the bilateral organisms, may itself have arisen independ-
ently in both groups but built on the pre-existing Bmp-
Chordin gradient. The studies in hemichordates suggest
strongly that the chordate body plan emerged from the
deuterostome ancestor’s body plan by maintaining the
anteroposterior patterning and the Bmp-Chordin gradient,
but re-specifying features such as the mouth, the nervous
system, and numerous details of dorsoventral patterning.
Materials and Methods
Eggs, embryos, and juveniles. Adult S. kowalevskii were collected
intertidally in September near Woods Hole, Massachusetts. Ovulation
and fertilization were achieved in the laboratory by the methods of
Colwin and Colwin [98,99] with several modiﬁcations [91]. Embryos
were staged by the normal tables of Bateson [100–102] and Colwin
and Colwin [103].
Library construction. Two cDNA libraries were used in this study,
one from mixed blastula and gastrula stages and another from mixed
gastrula and neurula stages. These were constructed as described in
Lowe et al. [45].
Cloning of orthologs. Three strategies were used: 1) We surveyed
60,000 arrayed expressed sequence tag clones from the two libraries.
2) We screened cDNA libraries at low stringency using short probes
complementary to highly conserved regions of orthologs from other
deuterostomes using standard protocols. 3) We designed degenerate
primers (Codehop http://blocks.fhcrc.org/codehop.html) for PCR
assay of ortholog sequences in arrayed aliquots of the cDNA libraries.
Functional assays. Over-expression of Bmp2/4 was achieved by
addition of recombinant Zebraﬁsh Bmp4 protein (R&D Systems,
Minneapolis, Minnesota, United States) at four concentrations (10,
100, 250, and 500 ng/ml) from the blastula stage until day 4 of
development. Ligand protein was replaced every 24 h of the
treatment. Samples were ﬁxed in MEMFA and stored in ethanol
[91]. For the depletion of Bmp2/4, we injected siRNA. Two different
strategies were carried out: 1) Double stranded transcripts of 800 bp
in length were produced which were then digested with dicer enzyme
(Gene Therapy Systems, San Diego, California, United States)
according to the manufacturers protocols. The stock solution for
injection was 50 ng/ul in water. 2) We designed synthetic siRNAs to
two regions of the bmp2/4 open reading frame. In one case, the
sequences were: sense 59-CUACGGACUCGAAGUGGAAUU-39 and
antisense 39-UUGAUGCCUGAGCUUCACCUU-59 which were direc-
ted to region 1057–1077 of the bmp2/4 clone. In the other case, the
sequences were: sense: 59-CUCGACCAAUCAUGCGAUAUU-39 and
antisense: 39-UUGAGCUGGUUAGUACGCUAU-59 which were direc-
ted to positions 1396–1416. The stock solutions for injection were 50
ng/ul in water. For injection of the siRNAs, several eggs were added to
a small dish containing freshly diluted sperm for 15 s and then
transferred to a silicon rubber injection chamber. A quantitative
injection method with front loaded needles was used [104]. The
injections were done under an upright microscope with a 1030.3 NA
o b j e c t i v el e n s .T h e3 6 0lmd i a m e t e re g gh a sav o l u m eo f
approximately 25 nl, and each egg was injected with 0.23 nl of siRNA
solution (50 pg/nl stock or a dilution thereof), that is, less than 1%
volume. The optimal period for injection was from approximately 3
min to 6 min after fertilization. At other times, the eggs usually lysed
while using this injection method. Successfully injected embryos were
cultured in sterile seawater in 35 mm culture dishes (coated with
agarose to reduce sticking).
In situ hybridization. This was done as described in Lowe et al. [91].
After staining, samples were ﬁxed overnight in Bouins ﬁxative and
then rinsed multiple times in 80% EtOH/ 0.1M TrisHCl [pH 8] until
the picric acid color was gone. Samples were then further dehydrated
into 100% methanol and cleared in Murray clear (benzyl benzoate:
benzaldehyde, 2:1) and mounted onto slides in Permount (Fisher
Scientiﬁc, Pittsburgh, Pennsylvania, United States).
Gene orthology and phylogenetic analysis. All genes of this study
were assigned orthology by phylogenetic analysis. The results are
presented in Figures S1–S4. Top amino acid blast hits were aligned
with additional sequences in ClustalX (http://www.embl.de/;chenna/
clustal/darwin/index.html). Neighbor-joining phylogenetic analyses
were carried out in PAUP* (http://paup.csit.fsu.edu) restricting the
analysis to conserved domains from the alignments. 1,000 bootstrap
replicates were carried out, and nodes with less than 50% support
were collapsed. Bayesian analysis was carried out using Mr Bayes
(v3.0B4) (http://mrbayes.csit.fsu.edu). The parameters of the analysis
are as follows: 10,000,000 generations, burn in 7,500, sampling
frequency 100, and four chains, under a mixed model of evolution.
Supporting Information
Figure S1. Gene Trees for Study Genes
(A) Transforming growth factor class genes admp, bmp2/4, and bmp5/8,
(B) tsg, (C) cv2, (D) tbx2/3.
Found at DOI: 10.1371/journal.pbio.0040291.sg001 (8.2 MB TIF).
Figure S2. Gene Trees for Study Genes
(E) pitx, (F) hex, (G) olig, (H) pox neuro.
Found at DOI: 10.1371/journal.pbio.0040291.sg002 (8.2 MB TIF).
Figure S3. Gene Trees for Study Genes
(I) lim3, (J) sim, (K) netrin1/2, (L) mox.
Found at DOI: 10.1371/journal.pbio.0040291.sg003 (8.2 MB TIF).
Figure S4. Gene Trees for Study Genes
(M) mnx, (N) hh, (O) msx, (P) nk2.3/2.5.
Found at DOI: 10.1371/journal.pbio.0040291.sg004 (8.2 MB TIF).
Accession Numbers
The GenBank (http://www.ncbi.nlm.nih.gov/Genbank/index.html) ac-
cession numbers for the genes and gene products discussed in this
paper are admp (DQ431039), bambi (DQ431032), bmp2/4 (DQ431030),
bmp5/8 (DQ431031), chordin (DQ431034), cv (DQ431033),
dlx(AY318740.1), hh(DQ431035), hex (DQ431047), lim3/4 (DQ431040),
mnx (DQ431042), mox (DQ431050), msx (DQ431048), netrin1/2
(DQ431045), nk2–2 (DQ431049), nk2–3/2–5 (DQ431046), olig
(DQ431044), pax1/9 (DQ869011), pitx (DQ431041), pox-neuro
(DQ431038), sim (DQ431043), tbx2/3 (DQ431037), tolloid (DQ431036),
and tsg (DQ810291).
Acknowledgments
We thank Dr. Rindy Jaffe for valuable help and advice with
microinjection, Dr. Sharon Amacher for the use of her Axiophot 2
and Axiocam for collecting in situ images, Pam Angevine (Nikon),
and Rudy Rottenfusser (Carl Zeiss) for the use of microscopes and for
excellent advice, and the Waquoit Bay National Estuarine Research
Reserve and the staff of the Marine Biology Laboratory, Woods Hole,
Massachusetts, for support during our annual September collection
of embryos.
Author contributions. CJL, MK, and JG conceived and designed the
experiments. CJL, MT, MW, LR, KK, SH, JA, MK, and JG performed
the experiments. CJL, MK, and JG analyzed the data. CJL, RMF, EL,
CG, and MS contributed reagents/materials/analysis tools. CJL, MK,
and JG wrote the paper.
Funding. This research was supported by USPHS grants HD37277
to MK and HD42724 to JG and by NASA grant FDNAG2–1605 to JG
and MK. CJL was supported in part by a Miller Institute Fellowship
(University of California Berkeley) and a Colwin Fellowship (Woods
Hole).
Competing interests. The authors have declared that no competing
interests exist.
References
1. De Robertis EM, Sasai Y (1996) A common plan for dorsoventral
patterning in Bilateria. Nature 380: 37–40.
2. Lichtneckert R, Reichert H (2005) Insights into the urbilaterian brain:
Conserved genetic patterning mechanisms in insect and vertebrate brain
development. Heredity 94: 465–477.
3. Gerhart J, Lowe C, Kirschner M (2005) Hemichordates and the origin of
chordates. Curr Opin Genet Dev 15: 461–467.
PLoS Biology | www.plosbiology.org September 2006 | Volume 4 | Issue 9 | e291 1617
Dorsoventral Patterning in Hemichordates4. Finnerty JR, Pang K, Burton P, Paulson D, Martindale MQ (2004) Origins
of bilateral symmetry: Hox and dpp expression in a sea anemone. Science
304: 1335–1337.
5. Martindale MQ, Finnerty JR, Henry JQ (2002) The Radiata and the
evolutionary origins of the bilaterian body plan. Mol Phylogenet Evol 24:
358–365.
6. Ferguson EL (1996) Conservation of dorsal-ventral patterning in
arthropods and chordates. Curr Opin Genet Dev 6: 424–431.
7. DorfmanR,ShiloBZ(2001)BiphasicactivationoftheBMPpathwaypatterns
the Drosophila embryonic dorsal region. Development 128: 965–972.
8. De Robertis EM, Kuroda H (2004) Dorsal-ventral patterning and neural
induction in Xenopus embryos. Annu Rev Cell Dev Biol 20: 285–308.
9. Delaune E, Lemaire P, Kodjabachian L (2005) Neural induction in Xenopus
requires early FGF signalling in addition to BMP inhibition. Development
132: 299–310.
10. Rusten TE, Cantera R, Kafatos FC, Barrio R (2002) The role of TGF beta
signaling in the formation of the dorsal nervous system is conserved
between Drosophila and chordates. Development 129: 3575–3584.
11. Jessell TM (2000) Neuronal speciﬁcation in the spinal cord: Inductive
signals and transcriptional codes. Nat Rev Genet 1: 20–29.
12. Timmer JR, Wang C, Niswander L (2002) BMP signaling patterns the
dorsal and intermediate neural tube via regulation of homeobox and
helix-loop-helix transcription factors. Development 129: 2459–2472.
13. Liem KF Jr., Tremml G, Roelink H, Jessell TM (1995) Dorsal differentiation
of neural plate cells induced by BMP-mediated signals from epidermal
ectoderm. Cell 82: 969–979.
14. Skeath JB (1998) The Drosophila EGF receptor controls the formation and
speciﬁcation of neuroblasts along the dorsal-ventral axis of the Drosophila
embryo. Development 125: 3301–3312.
15. von Ohlen T, Doe CQ (2000) Convergence of dorsal, DPP, and EGFR
signaling pathways subdivides the Drosophila neuroectoderm into three
dorsal-ventral columns. Dev Biol 224: 362–372.
16. Kishimoto Y, Lee KH, Zon L, Hammerschmidt M, Schulte-Merker S (1997)
The molecular nature of zebraﬁsh swirl: BMP2 function is essential during
early dorsoventral patterning. Development 124: 4457–4466.
17. Bachiller D, Klingensmith J, Shneyder N, Tran U, Anderson R, et al. (2003)
The role of chordin/Bmp signals in mammalian pharyngeal development
and DiGeorge syndrome. Development 130: 3567–3578.
18. Rossi JM, Dunn NR, Hogan BL, Zaret KS (2001) Distinct mesodermal
signals, including BMPs from the septum transversum mesenchyme, are
required in combination for hepatogenesis from the endoderm. Genes
Dev 15: 1998–2009.
19. Holland ND (2003) Early central nervous system evolution: An era of skin
brains? Nat Rev Neurosci 4: 617–627.
20. Bourlat SJ, Nielsen C, Lockyer AE, Littlewood DT, Telford MJ (2003)
Xenoturbella is a deuterostome that eats molluscs. Nature 424: 925–928.
21. Bullock TH, Horridge GA (1965) Structure and function in the nervous
systems of invertebrates. San Francisco: W. H. Freeman. 919 p.
22. Hyman LH (1940) The invertebrates. New York: McGraw-Hill. 572 p.
23. Morgan T (1894) Development of Balanoglossus. J Morphol 9: 1–86.
24. Brusca RC, Brusca GJ (1990) Invertebrates. Sunderland (Massachusetts):
Sinauer Associates. 922 p.
25. Nubler-Jung K, Arendt D (1996) Enteropneusts and chordate evolution.
Curr Biol 6: 352–353.
26. Geoffroy St.-Hilaire E (1822) Conside ´rations ge ´ne ´rales sur les vertebre ´s.
Mem HIst Nat 9:: 89–119.
27. Arendt D, Nubler-Jung K (1994) Inversion of dorsoventral axis? Nature
371: 26.
28. Karaulanov E, Knochel W, Niehrs C (2004) Transcriptional regulation of
BMP4 synexpression in transgenic Xenopus. Embo J 23: 844–856.
29. Niehrs C, Pollet N (1999) Synexpression groups in eukaryotes. Nature 402:
483–487.
30. Martin AP (2000) Choosing among alternative trees of multigene families.
Mol Phylogenet Evol 16: 430–439.
31. Marques G, Musacchio M, Shimell MJ, Wunnenberg-Stapleton K, Cho KW,
et al. (1997) Production of a DPP activity gradient in the early Drosophila
embryo through the opposing actions of the SOG and TLD proteins. Cell
91: 417–426.
32. Blader P, Rastegar S, Fischer N, Strahle U (1997) Cleavage of the BMP-4
antagonist chordin by zebraﬁsh tolloid. Science 278: 1937–1940.
33. Onichtchouk D, Chen YG, Dosch R, Gawantka V, Delius H, et al. (1999)
Silencing of TGF-beta signalling by the pseudoreceptor BAMBI. Nature
401: 480–485.
34. Grotewold L, Plum M, Dildrop R, Peters T, Ruther U (2001) Bambi is co-
expressed with Bmp-4 during mouse embryogenesis. Mech Dev 100: 327–
330.
35. Chang C, Holtzman DA, Chau S, Chickering T, Woolf EA, et al. (2001)
Twisted gastrulation can function as a BMP antagonist. Nature 410: 483–
487.
36. Oelgeschlager M, Larrain J, Geissert D, De Robertis EM (2000) The
evolutionarily conserved BMP-binding protein Twisted gastrulation
promotes BMP signalling. Nature 405: 757–763.
37. Ross JJ, Shimmi O, Vilmos P, Petryk A, Kim H, et al. (2001) Twisted
gastrulation is a conserved extracellular BMP antagonist. Nature 410: 479–
483.
38. Conley CA, Silburn R, Singer MA, Ralston A, Rohwer-Nutter D, et al.
(2000) Crossveinless 2 contains cysteine-rich domains and is required for
high levels of BMP-like activity during the formation of the cross veins in
Drosophila. Development 127: 3947–3959.
39. Cofﬁnier C, Ketpura N, Tran U, Geissert D, De Robertis EM (2002) Mouse
Crossveinless-2 is the vertebrate homolog of a Drosophila extracellular
regulator of BMP signaling. Mech Dev 119 Suppl 1: S179–S184.
40. Binnerts ME, Wen X, Cante-Barrett K, Bright J, Chen HT, et al. (2004)
Human Crossveinless-2 is a novel inhibitor of bone morphogenetic
proteins. Biochem Biophys Res Commun 315: 272–280.
41. Rentzsch F, Zhang J, Kramer C, Sebald W, Hammerschmidt M (2006)
Crossveinless 2 is an essential positive feedback regulator of BMP signaling
during zebraﬁsh gastrulation. Development 133: 801–811.
42. Kuroda H, Wessely O, De Robertis EM (2004) Neural induction in Xenopus:
requirement for ectodermal and endomesodermal signals via Chordin,
Noggin, beta-Catenin, and Cerberus. PLoS Biol 2: e92. DOI: 10.1371/
journal.pbio.0020092
43. Lele Z, Nowak M, Hammerschmidt M (2001) Zebraﬁsh ADMP is required
to restrict the size of the organizer and to promote posterior and ventral
development. Dev Dyn 222: 681–687.
44. Reversade B, De Robertis EM (2005) Regulation of ADMP and BMP2/4/7 at
opposite embryonic poles generates a self-regulating morphogenetic ﬁeld.
Cell 123: 1147–1160.
45. Lowe CJ, Wu M, Salic A, Evans L, Lander E, et al. (2003) Anteroposterior
patterning in hemichordates and the origins of the chordate nervous
system. Cell 113: 853–865.
46. Merlo GR, Zerega B, Paleari L, Trombino S, Mantero S, et al. (2000)
Multiple functions of Dlx genes. Int J Dev Biol 44: 619–626.
47. Wada H (2001) Origin and evolution of the neural crest: A hypothetical
reconstruction of its evolutionary history. Dev Growth Differ 43: 509–520.
48. Carreira S, Dexter TJ, Yavuzer U, Easty DJ, Goding CR (1998) Brachyury-
related transcription factor Tbx2 and repression of the melanocyte-
speciﬁc TRP-1 promoter. Mol Cell Biol 18: 5099–5108.
49. Hayata T, Kuroda H, Eisaki A, Asashima M (1999) Expression of Xenopus T-
box transcription factor, tbx2 in Xenopus embryo. Dev Genes Evol 209:
625–628.
50. Takabatake Y, Takabatake T, Takeshima K (2000) Conserved and
divergent expression of T-box genes Tbx2-Tbx5 in Xenopus. Mech Dev
91: 433–437.
51. Yamada M, Revelli JP, Eichele G, Barron M, Schwartz RJ (2000) Expression
of chick Tbx-2, Tbx-3, and Tbx-5 genes during early heart development:
Evidence for BMP2 induction of Tbx2. Dev Biol 228: 95–105.
52. Gross JM, Peterson RE, Wu SY, McClay DR (2003) LvTbx2/3: A T-box
family transcription factor involved in formation of the oral/aboral axis of
the sea urchin embryo. Development 130: 1989–1999.
53. Grimm S, Pﬂugfelder GO (1996) Control of the gene optomotor-blind in
Drosophila wing development by decapentaplegic and wingless. Science
271: 1601–1604.
54. Filippi A, Tiso N, Deﬂorian G, Zecchin E, Bortolussi M, et al. (2005) The
basic helix-loop-helix olig3 establishes the neural plate boundary of the
trunk and is necessary for development of the dorsal spinal cord. Proc
Natl Acad Sci U S A 102: 4377–4382.
55. Lu QR, Yuk D, Alberta JA, Zhu Z, Pawlitzky I, et al. (2000) Sonic hedgehog–
regulated oligodendrocyte lineage genes encoding bHLH proteins in the
mammalian central nervous system. Neuron 25: 317–329.
56. Sun H, Rodin A, Zhou Y, Dickinson DP, Harper DE, et al. (1997) Evolution
of paired domains: Isolation and sequencing of jellyﬁsh and hydra Pax
genes related to Pax-5 and Pax-6. Proc Natl Acad Sci U S A 94: 5156–5161.
57. Dambly-Chaudiere C, Jamet E, Burri M, Bopp D, Basler K, et al. (1992) The
paired box gene pox neuro: A determinant of poly-innervated sense
organs in Drosophila. Cell 69: 159–172.
58. Christiaen L, Burighel P, Smith WC, Vernier P, Bourrat F, et al. (2002) Pitx
genes in Tunicates provide new molecular insight into the evolutionary
origin of pituitary. Gene 287: 107–113.
59. Duboc V, Rottinger E, Lapraz F, Besnardeau L, Lepage T (2005) Left-right
asymmetry in the sea urchin embryo is regulated by nodal signaling on the
right side. Dev Cell 9: 147–158.
60. Shapiro MD, Marks ME, Peichel CL, Blackman BK, Nereng KS, et al. (2004)
Genetic and developmental basis of evolutionary pelvic reduction in
threespine sticklebacks. Nature 428: 717–723.
61. Goodrich ES (1917) "Proboscis pores’’ in craniate vertebrates, a suggestion
concerning the premandibular somites and hypophysis. Quart J Microscop
Sci 62: 539–553.
62. Holland ND, Venkatesh TV, Holland LZ, Jacobs DK, Bodmer R (2003)
AmphiNk2-tin, an amphioxus homeobox gene expressed in myocardial
progenitors: Insights into evolution of the vertebrate heart. Dev Biol 255:
128–137.
63. Ranganayakulu G, Elliott DA, Harvey RP, Olson EN (1998) Divergent roles
for NK-2 class homeobox genes in cardiogenesis in ﬂies and mice.
Development 125: 3037–3048.
64. Balser E, Ruppert E (1990) Structure, ultrastructure, and function of the
preoral heart-kidney in Saccoglossus kowalevskii (Hemichchordata, Enteropneus-
ta) including new data on the stomochord. Acta Zoologica 71: 235–249.
65. Brickman JM, Jones CM, Clements M, Smith JC, Beddington RS (2000) Hex
PLoS Biology | www.plosbiology.org September 2006 | Volume 4 | Issue 9 | e291 1618
Dorsoventral Patterning in Hemichordatesis a transcriptional repressor that contributes to anterior identity and
suppresses Spemann organiser function. Development 127: 2303–2315.
66. Martinez Barbera JP, Clements M, Thomas P, Rodriguez T, Meloy D, et al.
(2000) The homeobox gene Hex is required in deﬁnitive endodermal
tissues for normal forebrain, liver, and thyroid formation. Development
127: 2433–2445.
67. Harris R, Sabatelli LM, Seeger MA (1996) Guidance cues at the Drosophila
CNS midline: Identiﬁcation and characterization of two Drosophila Netrin/
UNC-6 homologs. Neuron 17: 217–228.
68. Kennedy TE, Seraﬁni T, de la Torre JR, Tessier-Lavigne M (1994) Netrins
are diffusible chemotropic factors for commissural axons in the
embryonic spinal cord. Cell 78: 425–435.
69. Keleman K, Dickson BJ (2001) Short- and long-range repulsion by the
Drosophila Unc5 netrin receptor. Neuron 32: 605–617.
70. Seraﬁni T, Colamarino SA, Leonardo ED, Wang H, Beddington R, et al.
(1996) Netrin-1 is required for commissural axon guidance in the
developing vertebrate nervous system. Cell 87: 1001–1014.
71. Shimeld S (2000) An amphioxus netrin gene is expressed in midline
structures during embryonic and larval development. Dev Genes Evol 210:
337–344.
72. Arber S, Han B, Mendelsohn M, Smith M, Jessell TM, et al. (1999)
Requirement for the homeobox gene Hb9 in the consolidation of motor
neuron identity. Neuron 23: 659–674.
73. Ferrier DE, Brooke NM, Panopoulou G, Holland PW (2001) The Mnx
homeobox gene class deﬁned by HB9, MNR2 and amphioxus AmphiMnx.
Dev Genes Evol 211: 103–107.
74. William CM, Tanabe Y, Jessell TM (2003) Regulation of motor neuron
subtype identity by repressor activity of Mnx class homeodomain proteins.
Development 130: 1523–1536.
75. Cameron CB, Mackie GO (1996) Conduction pathways in the nervous
system of Saccoglossus sp. (Enteropneusta). Canadian J Zool 74: 15–19.
76. Nambu JR, Lewis JO, Wharton KA Jr., Crews ST (1991) The Drosophila
single-minded gene encodes a helix-loop-helix protein that acts as a
master regulator of CNS midline development. Cell 67: 1157–1167.
77. Mazet F, Shimeld SM (2002) The evolution of chordate neural segmenta-
tion. Dev Biol 251: 258–270.
78. Coumailleau P, Penrad-Mobayed M, Lecomte C, Bollerot K, Simon F, et al.
(2000) Characterization and developmental expression of Sim, a Xenopus
bHLH/PAS gene related to the Drosophila neurogenic master gene single-
minded. Mech Dev 99: 163–166.
79. Moffett P, Dayo M, Reece M, McCormick MK, Pelletier J (1996)
Characterization of msim, a murine homologue of the Drosophila sim
transcription factor. Genomics 35: 144–155.
80. Hinman VF, Degnan BM (2002) Mox homeobox expression in muscle
lineage of the gastropod Haliotis asinina: Evidence for a conserved role in
bilaterian myogenesis. Dev Genes Evol 212: 141–144.
81. Minguillon C, Garcia-Fernandez J (2002) The single amphioxus Mox gene:
Insights into the functional evolution of Mox genes, somites, and the
asymmetry of amphioxus somitogenesis. Dev Biol 246: 455–465.
82. Roelink H, Augsburger A, Heemskerk J, Korzh V, Norlin S, et al. (1994)
Floor plate and motor neuron induction by shh-1, a vertebrate homolog of
hedgehog expressed by the notochord. Cell 76: 761–775.
83. Briscoe J, Ericson J (2001) Speciﬁcation of neuronal fates in the ventral
neural tube. Curr Opin Neurobiol 11: 43–49.
84. Liu Y, Helms AW, Johnson JE (2004) Distinct activities of Msx1 and Msx3
in dorsal neural tube development. Development 131: 1017–1028.
85. Cornell RA, Ohlen TV (2000) Vnd/nkx, ind/gsh, and msh/msx: Conserved
regulators of dorsoventral neural patterning? Curr Opin Neurobiol 10:
63–71.
86. Shimeld SM (1999) The evolution of the hedgehog gene family in
chordates: insights from amphioxus hedgehog. Dev Genes Evol 209: 40–47.
87. Hara Y, Katow H (2005) Exclusive expression of hedgehog in small
micromere descendants during early embryogenesis in the sea urchin,
Hemicentrotus pulcherrimus. Gene Expr Patterns 5: 503–510.
88. Holland LZ, Venkatesh TV, Gorlin A, Bodmer R, Holland ND (1998)
Characterization and developmental expression of AmphiNk2–2, an NK2
class homeobox gene from Amphioxus. (Phylum Chordata; Subphylum
Cephalochordata). Dev Genes Evol 208: 100–105.
89. Darras S, Nishida H (2001) The BMP/CHORDIN antagonism controls
sensory pigment cell speciﬁcation and differentiation in the ascidian
embryo. Dev Biol 236: 271–288.
90. Biehs B, Francois V, Bier E (1996) The Drosophila short gastrulation gene
prevents Dpp from autoactivating and suppressing neurogenesis in the
neuroectoderm. Genes Dev 10: 2922–2934.
91. Lowe CJ, Tagawa K, Humphreys T, Kirschner M, Gerhart J (2004)
Hemichordate embryos: Procurement, culture, and basic methods.
Methods Cell Biol 74: 171–194.
92. Bullock TH (1945) The anatomical organization of the nervous system of
enteropneusta. Quart J Microscrop Sci 86: 55–112.
93. Bateson W (1886) The ancestry of the chordata. Quart J Microscrop Sci 26:
535–571.
94. Hyman LH (1955) The invertebrates. New York: McGraw-Hill. 572 p.
95. Ashe HL, Levine M (1999) Local inhibition and long-range enhancement
of DPP signal transduction by Sog. Nature 398: 427–431.
96. Echelard Y, Epstein DJ, St-Jacques B, Shen L, Mohler J, et al. (1993) Sonic
hedgehog, a member of a family of putative signaling molecules, is
implicated in the regulation of CNS polarity. Cell 75: 1417–1430.
97. Hemmati-Brivanlou A, Melton D (1997) Vertebrate embryonic cells will
become nerve cells unless told otherwise. Cell 88: 13–17.
98. Colwin AL, Colwin LH (1950) The developmental capacities of separated
early blastomeres of an enteropneust, Saccoglossus kowalevskii. J Exper-
imental Zool 115: 263–296.
99. Colwin AL, Colwin LH (1962) Induction of spawning in Saccoglossus
kowalevskii (Enteropneusta) at Woods Hole. Biological Bulletin 123: 493.
100. Bateson W (1884) Early stages in the development of Balanoglossus (sp.
incert.). Quart J Microscrop Sci 24: 208–236.
101. Bateson W (1885) Later stages in the development of Balanoglossus
kowalevskii with a suggestion as to the afﬁnities of the Enteropneusta.
Quart J Microscrop Sci 25: 81–128.
102. Bateson W (1886) Continued account of the later stages in the develop-
ment of Balanoglossus kowalevskii, with a suggestion as to the afﬁnities of the
enteropneusta. Quart J Microscrop Sci 26: 511–534.
103. Colwin AL, Colwin LH (1953) The normal embryology of Saccoglossus
kowalevskii. J Morphol 92: 401–453.
104. Jaffe LA, Terasaki M (2004) Quantitative microinjection of oocytes, eggs,
and embryos. Methods Cell Biol 74: 219–242.
105. Benito J, Pardos F (1997) Hemichordata. In: Harrison FW, Ruppert EE,
editors. Microscopic anatomy of invertebrates. New York: Wiley-Liss. pp.
15–101.
PLoS Biology | www.plosbiology.org September 2006 | Volume 4 | Issue 9 | e291 1619
Dorsoventral Patterning in Hemichordates